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3B3:
AGACCTAGGGCCTCATACCAGGGCTAGATCCTACG   ---del  29692 bp---
ATCGGGGTTGCAATTAAGAAAAAAGTGACTAGGCC
AGACCTAGGGCCTCATACCAGGGCTAGATCCTACG   ---del   9693 bp---
TCGGGGTTGCAATTAAGAAAAAAGTGACTAGGCCG
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M 5 20 45 48 42 58 _

PCRA ttgGta CtACtC

ttccaaaatttctccaatggaaatttacttgtcagaaaacagaa
tatcaccgttgGtaaaagatacccggcagagttatgcaaata
gttcctctttcaacgtcatatccggaaac

ttccaaaatttctccaatctggaaattatttacttgtcagaaaac
agaatatcaccgCtACtCaaagatacccggcagagttatg
caaatagttcctcttttcaacgtcatatccggaaac

GAATATCACCGCTACTCAAAGATACCCGGCAGAGTTATGCAA


